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L. 28 PR IE 7 A BR 25 0 A2 DNA fac, HoRFAEAE T+ < il 58 BR 7 [ 22 DNA A 4 '
CcSSRO01-CcSSR045, CoSSR046-CoSSRO66, 75 4 5 FT 4 3 1 2 R sk 1 &2 DNA bR ic 161 51 )7
F124 SEQ ID NO. 1-132 Fi7R,

2. MRAEBURNESK | T () 28 R 2R 38 7 7 B 21 12 DNA Aac, FERFAEAE T ik i
BRI T DNA FR104% 5 CeSSR001-CeSSR045 . CoSSR046—-CoSSRO66 , X i 1] 42 14 FE 41 b
% GenBank ID 4 112136062,112136096,112136110,112136120,112136121,112136129,
194395676, 194395679, 194395680, 194395697, 194395700, 194395710, 194395722,
194395729, 194395733, 194395738, 194395740, 194395754, 194395756, 194395782,
194395791, 194395793, 194395795, 194395797, 194395807, 194395858, 194395868,
194395881, 222876067, 222876073, 222876092, 222876097, 222876103, 222876143,
260098990, 260099036, 260099099, 365732691, 365732703, 365732731, 375150553,
375150558,375150561, 375150562, 375150586, 311146658, 311157368, 311157371,
150174518, 1112000549, 1112000555, 1112000578, 1112000581, 1112000583, 1112000590,
1112000595, 1112000596, 1112000618, 1112008416, 1112008423, 1112008466, 1112008468,
1112008500, 1112008512, 1112000586, 1112000637 .

3. MRPEBIRELR 1 PR (T R R 7 HAR 20 192 DNA 5id, HoRFIEAE T Pk SRR
3R DNA F1ic 2R 5 CecSSRO01-CeSSR045 Ay |6 J A5 Rk EST-SSR, CoSSR046-CoSSR066 4
FLFh I FR EST-SSR,
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BEMRRIEFF TR T2 DNA #RiC

AR
[0001] Ak I K —Fh 73 FARICEAR, B K Pl SRR 1L 7 S bR ZEA A2 DNA 731
Pride

B

[0002]  Ff B (NFR AT B ERETFH), SSR) ;& 1-6 MEHBRA I E T R ER L
YR ZE ) — B DNA 5 Horby, 35 DL IR A PR A = IR R 2T, 40 (CDn, (AT)n,
(ACC)n+ (CGA)n HT (AGA)no  FH Tkt 1L A2 A0 38 5 47 AH 6 R 5 AR LA 387 47 v vk 5 | 4, T
A PCR 345 D2 AP, BT EEPER BT ER IR, Fimy 3G H
M DEFFAMKE R Z &N W EFA) A T Bz A BE I 4L, i H AL 5>
A, HA 20805, B MRS E M IF S8R i 2 T A 800 7 1 hrid, 8% 72 N H T8
A P e Ay L 55 TR 67 3B A% OC B8 0 AT R S SR A . i A R AR A 43 BT TRORR R AR I
WAk g (Kundu %%,2013, Journal of Plant Biochemistry and Biotechnology,22 :
372-381) IS LA DNA Frid HEATH B0 20 2R B LM FROE “ 3 T2 A 2 SR A LA
DNA #Ri” (A5 CN1370834A),

[0003]  BERRZMWAEL (Tiliaceae) HWHKIE (Corchorus) —FHEFLAKEY), & BEEP T
YeE). eI B R B S RO ALK TR AR, FEAE YN CER . dnr. A =
R E ) ML T RMAMHE . A5 EARISIH KR M (Corchorus olitorius L.) FR F A
(Corchorus capsularis L.), JeAREIN K 2n=2X=14. B FRETYEAN K 50 )7 R WP T i
BUK P, AT g3, &+ [ o

[0004] FEALEF AR P BRI UT 1000 Mk B EFRIC, 5 FEIF, 25 TP A DNA
T3 PR 5 67 RHIEEAE 22 KM 20 B v 10 8 FH A 3B A T, A DR BRI AR e 1 T R 4 25 IE &
WIEFT o AHAE, TR E TR LR+ A B, SR D ES I G TR R TR, %
TR DR E 2, A KRR R, H e A B85 BN HANME, Fe 2
GenBank 23 H:H0H e Hh I8 ] BEATAE K & I BT 5o PRI, 78 B Jo o R 1P sk 1 22 1 4
2B e AN ST, Ik B TR E AR AR A 2 AR ] B AR e DI RL B,

ZIAAR
[0005] AR HEII B AL T <70 B S E 5 BRAR 1A P 1 AR 251 122 DNA Brid, 7 28 R A
T2 DNA HIEEARAR ZR H A X L8 3 T AR ic 8- T s R IR A% Z FE M BT
[0006] A HHSEIRIHARTT 5 -

BT 25 R A TP 2 DNA A5 30405 CeSSRO01-CeSSR045. CoSSR046—-CoSSR066 , I ol I3 [
JBRA T DNA FRid 5 1907418 SEQ 1D NO. 1-132 7R
[0007] AT iR 25 BR 45 B A DNA 45 i 4% 5 CcSSRO01-CcSSR045 4 [ il 5 BR EST-SSR,
CoSSR046—-CoSSR066 g FFili i Bk EST-SSR.
[0008]  FT i 1Y) ¥ JAK i o 22 DNA #x 12 4% 5 CcSSR001-CeSSR045, CoSSR046-CoSSR066,

3



CN 103937786 A i BB 2/8 7T

H o RV [ 38 1K 1) bR 2% GenBank 1D 24 112136062, 112136096, 112136110, 112136120,
112136121,112136129, 194395676, 194395679, 194395680, 194395697, 194395700,
194395710, 194395722, 194395729, 194395733, 194395738, 194395740, 194395754,
194395756, 194395782, 194395791, 194395793, 194395795, 194395797, 194395807,
194395858, 194395868, 194395881, 222876067, 222876073, 222876092, 222876097,
222876103,222876143, 260098990, 260099036, 260099099, 365732691, 365732703,
365732731, 375150553, 375150558, 375150561, 375150562, 375150586, 311146658,
311157368,311157371,150174518, 1112000549, 1112000555, 1112000578, 1112000581,
1112000583, 1112000590, 1112000595, 1112000596, 1112000618, 1112008416, 1112008423,
1112008466, 1112008468, 1112008500, 1112008512, 1112000586, 1112000637
[0009] A GenBank 7/ FLEG#E 2 b T s BRAR 1A 7 1)k 2E, FIH SSRPrimer B A4 HGEAT
SSR A7 s A4k, FIH Primer 3. 0 BAFCTE SSR 514, I HIXLE SSR 5|4 SRR )& 2 M Ff 6 4>
ANFEIZEAFA L, B ST G5 0 A0 ol i JRR s A S I A Pl AR I SRR B o R [ SRR B e 2
PRI 5] SR EF AR PP R, HEAT P38 GBI 1. 5% B IR BE R FEL VKA 5TIX 2L SSR 541 PCR 418
Frei . 1531 66 M AR S, e T 10 M2 SMEFEE R AR S CcSSR008.CcSSRO13,
CcSSRO16+ CcSSR024 CeSSR029., CeSSR040+ CoSSR049., CoSSR050 CoSSR052 FiI CoSSR053 4
[o010] AR HATEZ

(1) FMRKIEFIIIRZE SSR 51 FF /& < A\ GenBank AFLEHR)FE (http://misuse. nebi.
nih. gov/) N EHBREIE T HIRZ EST (expressed sequence tags) 838 2%, HF M _F
SSRPrimer T. B (http://hornbill. cspp. latrobe. edu. au/ ssrdiscovery. html) 8 2 iX
e A T AL ) SSRe LT SSR FIARUELNT T« “AZ TR EE R IR 6 IR, TR B = IR AL
>4, VIAZ IR E SR >3 I T H IR E SR I >2 IR M Primer3 BAFXTHUEAT SSR
fr A, it 66 7 X514, Hrp 45 A CcSSRO01-CeSSR045 4 [7] S A1 3 iR EST-SSR,
CoSSR046-CoSSR066 4K FEFH T B EST-SSR, 413 1 7R
[0011] K 1 H#R EST-SSR (2|45 K kU5
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RSt . .
TR Laft Primar{ 5434 HE18s Rl Promen 5
siese | #3lp i 5ith Righ (5-3%
COSSREDT | TIM3SMEY | SEQIDNOL TOAAAGGAGCCOCCATAGATCTION SR 0 T, GO TTIC BA T TOONNTETOE

e mmwm-th*mmﬁm ..................
‘:_“EE o T_ ETB&GCCBTSCQ

CRESRIGT | 13130
NI
113138130

iiaagia

3 TR UUARG O U AR A

11480

mrm-rcm. TTiCT

CstRIID. 10T SEQ DO TCTCCACACCOCTIITO0ACCA SEQ D026, COACCATCCACACTOCACCLE
Cossgall | IBGHINE - SEQIDNO0R]. COOCCOOTTICTIACCATIRTON YED e i SO COCNOANDARACTTOA
PoyRREIY | I0AU0TIE | fmeymeion o3 pu gl i mit s deutidy SEL M N0 S BOCACL AT ESTIC S e Tee
Eeerny : CCCATTCOATGA DOTT T

cessrolg
Coaspily | lsmeryy
EossErls | IMBETR
EaskELY | MG

%TCWC*@TMA;M{E

. TOOCACCOGTONTCTTETTIONA SEQ IR0 I
GCTTIOIOATIOTTICAMALGTO0CT | SEQID 030 &Cﬁtﬁfﬁtﬂtﬁ:‘&m
BOGOCAKCCAMACTAAATOADAAGE | SEQDNNIL ABCOTICADCTIOTICAGCOADT
13, TOOATOTCATAALBASCHOTOND SEQ D013, ATGAACTCLCTOAAEAACAMCCCARA

: i 00 ALCALCALC AL DAt - TRCTICaantoe Tl
SEQ D W03, GOOTICACTCCOTICTONACTETT 50 NG AL COTCOMMNATOCTTTTTOATIONOG

CossRIN
CEAsROD SEQID DL DUCCOTUATTITTACGOTTIDAGION | SEQ DI04 DUCTICOUAAGCOTOACTCT

CesERen SEG D ¥0#3: TGAADTCTIACOCTIONCACET SEG I KO BACGTCOTTETICC00ALETT
CeasRIL SEQD NS5, GOATAACTCTCATOTICOCALOCA | SEQIDWO 46 ANGCCCCCOACCOOTIIICG

CeayRIs SEQ RO SEQ T V04, -
EsSRm | BReil L SEQINDAR TOCCADCTCIAMDOACADOTION 1 059 45
Rl P4 0,11, COCCACECTTICOCCTOTCT sEQI RO,

£askey | Teiein £ AL AGECOTGE A TOOE AT sEgID SO, T
Cesthrny | lmsesERL THTCETCCAAOLAAGOTOO0A SEQDNOH. COCACTETTCTIOAGTCCARCTECA

Cestpory | ISHGEMS | SEoTmRn s COANATCAACTOCTTEIAL cAne D $EQ 1D X051 TCOATTOTATAMOTOCAADOCCOA
CestRi - RO . SEQIDNO S, GCCOOCAATCAGCTCGAATA

CEESRIEL. IO SpO N0 wcmmawmtt ““““““““““““““““
SRR SRR SEQIDNO, ACGACCOGAT
BHTSIE | tpamNG e
Rk ot ‘

T——t

Y

TCTCOTOACCT
GEADGTALTABACCOGUREA .

T | sE
R sEQDYN :*'

Rofp 5 | SEO M0 ACAAAGCADCAAOCTOOOCATT
CsRi | MEEMIL | SEamNS *m;amwmﬁmwtm Spo 00 B0, TEAGTOOCARGT CAD TTO0ADA

CHRML | TSNS | SEOMINOAL TCAACACCATCCATOCATCOATOrA - | SEAIDNO 9 GOTTICTCTICTETTOTTTOOCCA00T
CERERGaE . D BTSUISSE L apn T - s SEQ NG TOOTTTOCAADGATCOCATDACT
Coiipiel AL SRR EOEL TCICANCACALAADT UL AL AL SEQ D BR A DAL ATAAATIOCAM GATACT G
CaSBoas | PSINMT | CEDDNOY GOCUCACTOATIOICOUOATEA SED D N0 B TUTOCOTONITONAABATOAGE
CesEROst | BSIRE L SEGIINO . AUCTOOUATADCLOADITOY SEQTH NG 00 ATEOGTIIOAOOIO6ATA

Esishuse UGN SEOIMIBOSH OCAALTTCOTICAMTCD

I sEomunas. doobdTeonerTTRAT D
s 50 1

10ETtE DO ATCARCS A £
cofaRo | Iy ﬁ%%m TOGTRECCTATAGCCASCADA SEQINO1C, ATOTGAACCTADCCOORE0G
CostRosy | LTIONSES | SEG IDNO b TCOTICTCABCCOTICCATIONA SEQD KO COCCCUCUOOATICOACART

feftRost - IISARCSTE CARQID NG L. ACTOOCTOCTADAL TACLAMIGTA SBQG W0 T ARG T OLAC ATOCL T
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CoSiPGSs | 1I0SSE | SEQIDNOIOS, TIGCCAGOCCAGCATORAGE SEQIDNO.106, CTGOCCATTACORCCEA0E

Cossmoss | HINNOMI | SEQDNG ", CACCACCACCAGCCACOCAA SEQD N0, GOCOCTCATECTICETCTON

LosaRoss Niste ’ﬁﬁfmxﬂ.li@: TG CLOADI L BAT A BRI W0 CATTACOOEC OO0 EAAD

CossBoss | LIS | SEQDNOIN, COATIACCOCCEOOOCERAD GRG0 ATHOGAGTOCLOTITICOCA

CHEERaST e o SEQIDBOLEN CC?@?EC?MCT&T‘:‘&?:{!‘C SR T DT RS AR OO TOTI G ALTTET

HINGE1E | SEQIDNO 115 ATOGCOOTRACATIOTCCAL. | 18 AAGGATOOGEAACAGABAAAGTAGOOE
| Haesals | sEgDNO L ICTCTOCTTOC! AL

i b

| SEQmNO I

THimasss

COCOOCATCTOIONTT

(2) ANIFVE IR A R BE R 20 DNA 425X <SR FH CTAB VEHR U R J& 2 AFh 6 A [F] 2R 241

SEQ D0 LIl ATGAGCAAG w6 W
Codshosy CTITELRAE : BEQID N0 IS ADCADAGCEATY COCCOM AT AN ATADT
Col&RlEy - UIIIENE D RRQ DML GOCODCAADBACALDTOGAS SR 0 L180 GATOOCCATIARCECU GO0
Coftpoes | LLII00RELD | SEGID NG LY. TOTIOOTBOTCAGGAT ANCET AT00 SEQIDIOCE, TIETECTCOCTATOLOC0CT
[asspnes | 1HIONCEE | GEOIDNO LN, TCUICTCAGCCACCALOOCG SEOIDND1. ACGOOTCACCCATIRCAMTA
CoBsEnss LIS DD L Bl ICCACCARALT O SEC I NG GAFIGRCCATIALGOCCGHD

BHEEAI 41 DNA, 3X 6 AR AR IR IT G A B0 T R AR AR A B R ISR AR B A B AR
SRR b S R AT ] AT BT GR 2D

[0012] 3% 2 fREAK T PR 3 % Y05 1) ot ol 44 BR A SR
9 E e B b 3.
Code Kame Origin Tvpe
I B9 e 179 FEHEE Fujin, China  EFBIEHRT Coltivated € capslarts
1 EEBEE Aidianvehuangma FETH Cuanged Ching BIRTERETE Wild C capsifaris
BEW Qiongweqing FEHR Husan Chine  IRBEREN Colivared C capoularis

B Tianoa

FEEW Yuoa, China

ERLLTEREME Relative Wild C

HOroR Kuanyechangguo

PEEE Hirian, China

RSB Culthated C oo

AP OEA e

BEHEER Mali Veshengchangguo HE Mali

(3) SSR ] PCR [ f B3k :PCR S AR 10 w L, ONAKZRZA 80 50 ng» uwL ' DNA
2.0 nL,10 wmol* L 'F[40.5 wLl,0.5 U 7agl§ 0.1 wlL,10 mmol « L' dNTPs 0.2
B L, 10XPCR buffer 1 wL,50 mmol L 'Mg* 0.8 ulL,dd H,0 5.4 uL. PCR R NFEF
94 C A 3 min ;94°CAEME 30 sec, 60°CIE/K 30 sec, T2°CHEMH 45 sec, FE 104N
R, BEMIEHE KR PR 0. 5°C;94°CAE 1 30 sec, 55°CIB K 30 sec, T2°CIE{H 45 sec, 3
35 MG s G 72°CHE{# 10 min, 10°CA#AE 10 min. 7Zaqg B ANTP 283857000 5 Filgd T4
PR AR R A T, K710 1. 5% B RERE I LIk o
[0013]  (5) SSR I Z MY HERCE AT HIH IR 66 X SSR 514904 IR TR 6 DA
KA BLEATY G . SSR I Z MG Ak 3 FE 1 o, 64 XF514 (97.0%) 1%
Fam H B PCR 724, 42 XF 514 (63. 6%) Z/DAE 2 MM BRI A ERA E R, RINE 2
Mo Hrp, 10 XT5FEIX 6 AP R R I H Bh [a) FFR A 2 25 M, 40 :CcSSR008. CeSSR0O13.
CcSSRO16. CcSSR024 ., CeSSR029., CeSSR040, CoSSR049 ., CoSSR050 CoSSR052 Fl CoSSR053 2%,
LS| PRI+ E 2 A

HBWERER WildC olitoriug

M+ &5 FR
[0014] & 1 SSR #5ick (CoSSR050— CoSSR053) ¥ H{ R 6 ARSI AIRA KLY 18 45 FL 1) HL Ik
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Bl o 1o 3R 179 520 SOEBFAETTRR ;30 BHIK 40 BEMHCIR 55 30875 56 S HEFAER
S sM: DL2000.,
[0015] [ 2 BEARIEAL ZHEMEM T

BAEILHEAR

[oo16] " pi 2 ok S g X AR & BHAEE— P i v B, 3E H RAAE T S0 A PR AR AR BH 1) ) 2
T A B il A% % BH 8 DR A5

[0017]  SEJtM] 1 :FFR T 66 ANid H T 5 BRIg A% 2 R 0 M BB L2 FR Il . X 66 M
BEIRIEG T 735 :CcSSRO01-CeSSR045 ( [F FEF 5 B EST-SSR) , CoSSR046—CoSSR066 (
FFhE R EST-SSR) , W15 1 iR

[oo18]  SEjfEfs] 2 #f e 10 DR AMEFEE M ERC CcSSRO08. CcSSRO13. CeSSRO16
CcSSR024 . CeSSR029. CcSSR040. CoSSR049. CoSSR050. CoSSR052 A CoSSR053. #1#e 3 FlE]
1 Fyf i—\‘ o
[0019] 3K 3 FEJBK EST-SSR [ 2 A MR MR
BRth wAn HiE FETm D - e
ﬁgim . Predssice | WAGEE | BAER | Awghi | Pebwe %;; "
g a5 Lot prispes TSE. Bighpemer THE comow | gl Seonsiiny
CoRsRIN [ 51 e Y Yes 3 A
ﬁ'«:‘SSEﬁ g i Bl b ey Ko 3 A
Cessni 7 &0 73 Yis o A
CesERI0L 15 &2 0 T Yo 3 A
SSSROGE  1idiidsy 19 i @3 Ve ¥o 3 &
ﬁ:ﬁim‘iﬁﬁ b 0o e Yo Wes 3 A
Tk 354 5 e Vs Yo 1 A
CosSRinE  1naimsens 30 W S5l Tn Yo 3 A
COBSPINS 194365480 250 Yo e t A
CSRUG i 1 Yo Yo : c
CSSRALT  1RaIRTHD s Y 3 ™
B ABaRS D Vg Yeu 3 5
Ipaiasan Ko e i A
e T | m 3 8
¥ g w3 Y o % A
eSSBS 1sazeriie 35 Y e ' A
CeRSROIT  1GaIpITaD 15 ex o i A
LSRR RiEEIES 4 e Y f 2 i #
CeRsRLT ] i s Te ¥ X
CessRIN e o5y 1 Ve Yo 3 A
casmin s e b4 Yo X 3 A
CoBaRiY) it T e Yo P i A
Cessan 5 52 54 Fos Mo A
g i e R Yo . x #
Coasm 207 e s10 T T 3 A
CaYRaS 178 %1 Y Yes : A
casspa 1 @ 93 Y6 Yo 1 A
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LeRBRIE 1B4389E8Y 1ES e e b ft b A
CASRIN MREee b 58 71 Vi Vs 3 A
CoSEROI0 3N 178 0.0 T Vs Vs 3 A
CeSSROIT  raTaen 24t L 581 Yox Ve 3 A
(CSSROSE  [3ntes? 187 % 4 Vu Mo i 5
[CoSSROZS  NWEIG K 38 s s 1w e 3 -
ICeSSROIE 220076043 234 803 B Ve Nee 3 A
COSRISS | IEMSERSD 248 i) B L Y Yes 2 A
CeSSRUIE | 260099038 134 800 g2 e Ve 2 A
CeSSROGT D60OSS0R9 185 e Y. e We i A
CeSSROI 365730601 214 w3 st 1 Ve Ve A
CeSSROB  METINIGE M2 13 552 Ve Ter 2 A
COABROSE  ESTIIIIL (CAAW o 52 7k Vo Yo 2 A
Lesgpoay AT TACATH 114 bt b e i : A
CeSSRO4Y  AUSINOEES HOTH 178 50 %5 Ve Tes i A
CehER04s ITSIM0REL HAAE it 3 - 514 21D g e 2 =3
CosSRnes COTH M 801 54 Yo Yos 3 B
CeBSRO4S (I6CW 18 s o0 Yo Yo 2 B
CoS5FLS (IG0S bl 98 - 18 T Ne i B
CoBSREST : 185 203 82 Yo Xo 5
Ca8sRidg 142 54 14 Yoo No ! B
CalSRMME  1S017aNIR i 574 Vs Vs 2 5
CoSSRSND  nMsm M @4 %3 Y Ve 1 A
CoBSROSY 1313000858 m 3 1 Ve Ve 3 A
CoSSROSY M0N0 73 g s Ve Ve 2 A
CabsRin: pR e b2 800 B0t Ve T 2 B
ICoSSROSS  Dnpiaonases 178 we 855 Y Ve 2 A
CoSSROST  dtidepIer it hiL B2 2 Ve Yo . 5
CoRBR0S PIauisy qATaaAM 13 Bz 25 Ve e i B
CoSSRUST . [ININO0OSOE  ((TCTCAY 23 %7 a Vs Vi y A
CoSSROSE.. (1312000618 . (TAATAM 150 5 3 Tes Vo 2 A
Fqﬁﬁﬂ.‘{!ﬁ? $L1300R4TE m:m& i b 5?;" Yo Wi 1 A
CoSSENSN U084 HGATGH 155 %y B v Ne { A
CoSSROSK  1EIX0RMSS. (ICTS it 43 S8 b Ye | e ¥ A
|CeBSROEY  f1n1 - HTAY 250 373 97 1 Ym Yo r b &
oSSR KITTCN w %3 %3 | Ne | No Ne | Ne
CoSSROGE 31 HATE o i b L Ve | Ye 2 A
CoSSPUES  I1t1 HUAGH 8 0y 83 1 Y Ve 2 A
Co3SRO6S - 1112000637 {TTCH 103 5.7 353 e N b ¥o

ABCD 7w HLIK 5 B T S5 41 o

[0020]  sEjitEfl 3 FIH IR R R 2 AR 5 TR B sk 2 R i . M B
R 11 A SRR X PR TR RR K R T R B A B S AR A SR AR B AR L SR AR B A B R
[5] Rk s Aol 24 R 1 [5] FL B A P B R AL 48 4y (BB 4D FIFH NTsys #AERE 48 43 it ik 2 BiA KL
ATIRAARRREOH S . b b E 7 2 AR IBUER 250 BT (UPGMAD, 12417 R 041 77 3K, 0 %
IR, | oA W o BB HTEE R R, X 10 AN PR FRIC B IR 1M H T2 R IR it % 2 4
YoM SRS HTEE R U 2 w44 48 4 SRR R 4 RS, — N R A, — KK
KR,

[0021] 3K 4 HEEREE BRA TR IR R S 4 PR SRR



CN 103937786 A

in P

7/8 BT

& 2K
Code

Name

Brw
;Grigim

=7
Tepes

i

PR e Chma

[TTE] T LT —————

ﬁm‘* Antan Vebuasping

PECE Cumps, China

PRI Vb cpdaes

HBE Qunpusgng

U Boe, Ol

:Mm Cultivared cassilas

W o Humpms

ﬂmmm vt s

DR Zow Humpms

i%i % yiegym Yol

BERE ol srad camerdann

mﬂwm Cultrogted samee any

3—254

: WBR Haman Vesheng Vusnguo

mn.mm Wid caprnlans

AR BRIERE Cuarod cprul s

:ﬂﬁﬂiﬁﬂ Cultrstad :;q:wlai’g

mwm Cubivated capsclai

i3

i3 S Srnes Wol ;wm T Chien

i BB Yunumes BETE Gunster Than
£ SELanR m Tak

AL 10Cs

WIRERIPRIE Cufireared seprdars

ST R e

BARS Bans Humems

@W &mmﬂi Ching

m&m Cultvied somiulany

B Vel

FEEE Ve e

,ﬁim T sapdans

HRER b Ve

Bl T

BRBRRRR Cusrad spidans

LT L T ere———

BEERPRR Culrared ciprilzs

BRI Culeated sspinlan

BRERERR Culaind sbrors

e P RCe

3 Bt Xom s L] B Chins
21 RCI R i

3 pon% FETE Gompd Cho
o 5‘#@:@:& e — S E Gumg, Chins

Mm tﬁm sted ey

S0 TERIBE 80 Vuamym Mak

iy B

BZZ:

."?CE}

; m“ﬂ’ 'thu N3

F Cultnated caprularis

“ Cudtvared capsubans

mlwﬁ Nudemg Noid

Clibnd cxpailany

“Fm M, Cling

BB Cooned cxpsuians

Ti SGT
$5 INYIE B i, i
1 BEEH Y s Than

IR BFE TN Pola e w2 specie

BRI Culmoned ooy

BEGEER 219 Veshens Chagpue
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FFolE
SEQUENCE LISTING

110> FREALM A
<1205 FEBRFIEFFIRFAE ML DNA T
<130> 132

<160> 132

<170> Patentln version 3.3

210> 1

Q211> 24

<212> DNA

213> ANLJP3

<400> 1

tgaaaggagc cgccatagat ctcc 24
210> 2

Q211> 25

<212> DNA

213> N7

<400> 2

ggatctttcg agctctggag tctge 25
<210> 3

211> 20

<212> DNA

213> ANIF¢3

<400> 3

tgceccageee tcagagecaa 20
210> 4

Q211> 27

<212> DNA

213> NLJP3

<400> 4

acagaacatg catccactca tatggac 27
210> 5

11
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Q211> 21

<212> DNA

213> NTIJF4

<400> 5

gcccccaage ttcacctcag c 21
210> 6

Q211> 23

<212> DNA

213> ANTLJ73

<400> 6

tggttctcag cccttecatt cca 23
210> 7

211> 20

<212> DNA

213> ANL5

<400> 7

tcaggecgeeg gagtttgtge 20
<210> 8

211> 20

<212> DNA

213> ANLF#3

<400> 8

cacggggcta tggacgggga 20
210> 9

211> 20

<212> DNA

213> ANTLJ73

<400> 9

ggccggagga ggaggtggag 20
<210> 10

211> 20

<212> DNA

213> ANL#5

<400> 10

tcaggegeeg gagtttgtge 20
210> 11

Q211> 25

<212> DNA

213> ANLF#3

12
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3/27 |

<400>

11

cccactctte ttgagtccag ctccea

<210>
211>
<212>
<213>
<400>

12
21

DNA
N7
12

tgtcgtccaa gcaaggtgge a

<210>
211>
212>
213>

<400>

13
20
DNA

NIF5)

13

tcecgeagecaa ccccaccaac

<210>
211>
212>
213>
<400>

14
26

DNA
NP5
14

acacaaggga gcaagagcta acaaca

<210>
211>
<212>
<213>
<400>

15
22

DNA
N7
15

ccacacccat gagcaactcce cc

<210>
211>
212>
213>
<400>

16
26

DNA
NP4
16

cccacacaat attttaccag ggggceca

<210>
211>
212>
213>
<400>

17
24

DNA
NP4
17

ggctgettee tcttagagac caca

13

25

21

20

26

22

26

24
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4/27 T1

<210> 18

Q211> 27

<212> DNA

213> NTIJF4

<400> 18

acatggcttg gttggttcectt tctttet
210> 19

211> 22

<212> DNA

213> ANILJ¢3

<400> 19

tgtcgacacc ccttttggag ca
210> 20

Q211> 21

<212> DNA

213> ANIFF

<400> 20

cgaccatcca cactgcacce ¢
210> 21

Q211> 23

<212> DNA

213> NILJF3

<400> 21

ccgeeggttt cttaccatcee tece
210> 22

211> 20

<212> DNA

213> ANILJ¢3

<400> 22

tcceggegga ggaaacctga
210> 23

Q211> 20

<212> DNA

213> ANIFF

<400> 23

cgaccgegece ctcgaaagtg
210> 24

Q211> 21

<212> DNA

14

27

22

21

23

20

20
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5/27 T

213> ANLFP3

<400> 24

gccaccaccg tttectecte ¢
210> 25

Q211> 23

<212> DNA

213> NTIJFH)

<400> 25

cccagtcgat gaaccgtgtt ggc
210> 26

Q211> 25

<212> DNA

213> ANIFF

<400> 26

tggatcctge ctgtacatga accca
210> 27

Q211> 23

<212> DNA

213> NP3

<400> 27

tggcaccggt gatcctettt gga

210> 28

Q211> 25

<212> DNA

213> ANILJ¢4

<400> 28

cccetgggga tetettette cttee
<210> 29

Q211> 26

<212> DNA

213> ANIF¢F

<400> 29

gctttgtgat tgtttcaaag gtgget
<210> 30

Q211> 26

<212> DNA

213> NIFF

15

21

23

25

23

25

26
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6/27 71

<400> 30

aggcattagg ccttgtagag aaacca
<210> 31

Q211> 25

<212> DNA

213> N7

<400> 31

ggggcaacca aaccaaatga gaagc
<210> 32

Q211> 23

<212> DNA

213> ANILFF

<400> 32

agcgttcage ttgttcageg agt
210> 33

Q211> 23

<212> DNA

213> NP3

<400> 33

tcgatgtcat aaggagccgt gcce
210> 34

Q211> 26

<212> DNA

213> N7

<400> 34

atgaactccc tgaacaacaa cccaaa

<210> 35

Q211> 21

<212> DNA
213> ANIFF
<400> 35
agtggcaatg caggtgacgg t
210> 36

Q211> 21

<212> DNA
213> NP3
<400> 36

gccccatgat cagacggete t

16

26

25

23

23

26

21

21
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7/21 1

<210>
211>
212>
213>
<400>

37
20

DNA
NP5
37

ccaccaccac caccaccagc

<210>
<211
212>
213>
<400>

38
20

DNA
NP5
38

ggcctgette tgagecctge

<210>
211>
212>
213>
<400>

39
24

DNA
NTLFP4)
39

gggttcagtc cgttctggac

<210>
211>
212>
213>
<400>

40
26

DNA
NP5
40

cgtcggaaat ggtttttgat

<210>
211>
212>
213>
<400>

41

26

DNA
NP5
41

gggggtgatt tttagggttt

<210>
211>
212>
213>
<400>

42
20

DNA
NP5
42

gccttceccaa gggtgacgee

<210>

43

tctt

tgacgg

gagtga

17

20

20

24

26

26

20
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8/27 71

Q211> 23

<212> DNA

213> NTIJF4

<400> 43

tcgaagtctt acgcettgeca cct
210> 44

211> 20

<212> DNA

213> ANILJ¢4

<400> 44

gacgtcgtcg tccggaccect
210> 45

Q211> 24

<212> DNA

213> ANIF¢F

<400> 45

ggacaactct catgttccca cgca
210> 46

211> 20

<212> DNA

213> NIF¢F

<400> 46

aagccccecega ceggtttteg
210> 47

211> 20

<212> DNA

213> ANILJ¢4

<400> 47

ggggattacc gatgccgega
<210> 48

211> 20

<212> DNA

213> ANIF¢F

<400> 48

caccacccac caccgcacaa
<210> 49

Q211> 23

<212> DNA

213> NIFF

18

23

20

24

20

20

20
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9/27 71

<400> 49

tgccagetet aaggacaggt
<210> 50

Q11> 27

<212> DNA

213> N7

<400> 50

agcaagttct aagttcccaa
<210> 51

211> 20

<212> DNA

213> ANILFF

<400> 51

gggcacgett tcgectgtet
210> 52

Q211> 25

<212> DNA

213> NP3

<400> 52

accaatccac ccagcttcaa
<210> 53

211> 20

<212> DNA

213> N7

<400> 53

acagccgtge atggcgaagt
<210> 54

Q211> 22

<212> DNA

213> NILF¢3

<400> 54

tgaggcttge aaacaggagg
<210> bHh

Q211> 21

<212> DNA

213> NP3

<400> 5Hh

tgtcgtccaa gcaaggtgge
<210> 56

tca

gttggtt

agtcc

gt

19

23

27

20

25

20

22

21
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10/27 1T

Q211> 25

<212> DNA

213> NTIJF4

<400> 56

cccactctte ttgagtccag ctccea
210> 57

211> 24

<212> DNA

213> ANILJ¢4

<400> 57

ccagagcaac tgcttctgaa agcg
<210> 58

Q211> 25

<212> DNA

213> ANIF¢F

<400> 58

ccgattgtat aaagtgcaag gccga
<210> 59

211> 20

<212> DNA

213> NIF¢F

<400> 59

gceggecaage agctcgaaga
<210> 60

Q211> 21

<212> DNA

213> ANILJ¢4

<400> 60

actggaggac ggcgagettg a
<210> 61

Q211> 22

<212> DNA

213> ANIF¢F

<400> 61

gccacaccca tgagcaactce cc
210> 62

Q211> 27

<212> DNA

213> NIFF

20

25

24

25

20

21

22
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<400> 62

ccagggggea tgcaaatttt tcaatca 27
210> 63

Q211> 21

<212> DNA

213> N7

<400> 63

aggaccggat tgttccacge a 21
<210> 64

Q211> 22

<212> DNA

213> ANILFF

<400> 64

tgctgagett ctectcaget ct 22
<210> 65

211> 20

<212> DNA

213> NP3

<400> 65

gcteggggee gactcgttac 20
<210> 66

211> 20

<212> DNA

213> N7

<400> 66

gceectgeeg cteccaattt 20
210> 67

211> 20

<212> DNA

213> NILF¢3

<400> 67

gcegagetee aacgtggeaa 20
<210> 68

Q211> 20

<212> DNA

213> NP3

<400> 68

ggcggeggeg ttgttgtttt 20
<210> 69

21
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12/27 11

211> 20

<212> DNA

213> NTIJF4

<400> 69

gccecgggeag gtactagggt
210> 70

211> 24

<212> DNA

213> ANTLJ73

<400> 70

agcactcctt tcttectcecgtg acct

210> 71

Q211> 20

<212> DNA

213> ANIFF

<400> 71

ccgeeeggge aggtactact
210> 72

Q211> 22

<212> DNA

213> N7

<400> 72

tcetectete cttectecee tt
210> 73

211> 23

<212> DNA

213> ANILF¢3

<400> 73

tgtctecgeet tgettttcag gge

<210> 74

211> 20

<212> DNA
213> NLFF)

<400> 74

gcaggtacta gacccgecga

22

20

24

20

22

23

20
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13/27 1T

<210>
211>
<212>
<213>
<400>

75
21

DNA
N7
75

ggcccactga ttctceecgac g

<210>
211>
212>
213>
<400>

76
20

DNA
NP4
76

tgetgatttc gccagggtceg

<210>
211>
212>
213>

<400>

77
25
DNA

ANTFH)

77

tgctaagecet ctettetgtt ctget

<210>
211>
212>
213>

<400>

78
22

DNA
NP5

78

acaaagcagc aagctgggea ct

<210>
211>
212>
213>

79
22
DNA

ANTFH)

23

21

20

25

22
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14/27 11

<400>

79

tggcacaggg aattgcaacc ca

<210>
211>
<2125
213>

<400>

80
23

DNA
NP5

80

tcgagtggga agtgacttgg aca

<210>
211>
212>
213>

<400>

81
25
DNA

ANTF5)

81

tcaacaccat ccatccatcc atcca

<210>
211>
212>
213>

<400>

82
27
DNA

ANIF5)

82

ggtttctctt ctcttgtttg cccaggt

<210>
211>
212>
213>

83
24
DNA

ANTFH)

24

22

23

25

27
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15/27 1T

<400>

83

gcecccatget ttcaccattt teccce

<210>
211>
212>
213>

<400>

84
23

DNA
N3

84

tgetttgcaa ggatgggacg act

<210>
211>
212>
213>

<400>

85
23
DNA

ANTFH)

85

tctcagcaca caagttcgeca cac

<210>
211>
212>
213>

<400>

86
26
DNA

NIF5)

86

caagcataaa ttgcaacgac acctga

<210>
211>
212>
213>

87
22

DNA
w2l

25

24

23

23

26
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<400> 87
ggcecactga ttcteccecegac ga 22

<210> 88

Q211> 22

<212> DNA
213> NLJF%)

<400> 88
tctgeeteeg tcgaagatga ge 22

<210> 89

211> 20

<212> DNA
213> NILJF4)

<400> 89

agctcgecata cccgaccegt 20

<210> 90

211> 20

<212> DNA
213> ANILJF4)

<400> 90
gcatcggttt ggggcggaca 20

<210> 91
211> 20
<212> DNA

26
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17/27 11

213>

<400>

ANTFH)

91

gcgcaagete gttcaagceceg

<210>
211>
212>
213>

<400>

92
20
DNA

NIF5)

92

agcagcagca gcagctccac

<210>
211>
212>
213>

<400>

93
20

DNA
NP5

93

ccgegtecge cttecatcaca

<210>
211>
212>
213>

<400>

94
26
DNA

NIF5)

94

cctectetete ttececttaget ggagea

<210>
211>

95
20

27

20

20

20

26
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<212> DNA
213> N3

<400> 95
ggtggtggteg gtggtggteg 20

<210> 96
211> 27
<212> DNA
213> NT 7%

<400> 96

agggacattc caaagtcctc atcatca 27

210> 97

Q211> 21

<212> DNA
213> ANTJFH)

<400> 97

ggcacgaggg aacatcaacc a 21

<210> 98

211> 23

<212> DNA
213> ANILJF%)

<400> 98

aaaggagccg ccatagatct cca 23

<210> 99

28
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Q211> 21
<212> DNA
213> ANTJFH)

<400> 99

tggtgcccca tagccaccag a 21

<210> 100
211> 20

<212> DNA
213> ANLJF4)

<400> 100
atgtgaacct aggecggeggg 20

210> 101
QU 23

<212> DNA
213> ANTJ¥5

<400> 101
tcgttctcag ccettecatt cca 23

<210> 102
211> 20

<212> DNA
213> ANILJF%)

<400> 102
cggeeggggg attcgacaac 20

29
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20/27 7T

210> 103
Q211> 24
<212> DNA
213> ANTJF4)

<400> 103

actggctget agactaccaa cgta

<210> 104
211> 20

<212> DNA
213> ANLJF%)

<400> 104

tacgcccectg cagcecatccect

210> 105
Q1> 20

<212> DNA
213> ANTJ¥5

<400> 105
ttgccaggee agcatggage

<210> 106
211> 19

<212> DNA
213> ANILJF%)

<400> 106
gtggccatta cggeecgggg

30

24

20

20

19
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21/27 71

210> 107
Q1> 20

<212> DNA
213> ANTJF5

<400> 107

caccaccagc agcgacggaa

<210> 108
211> 20

<212> DNA
213> ANILJF%)

<400> 108
ggcgetggtg cttectetgg

<210> 109
Q1> 20

<212> DNA
213> ANTJF5

<400> 109

ttgcecegace ccgatgacga

<210> 110
211> 20

<212> DNA
213> NILJF4)

<400> 110
cattacggcecc gggggegaag

31

20

20

20

20
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22/27 71

<210>
211>
<212>
<213>

<400>

111
20

DNA
N7

111

ccattacggc cggggegaag

<210>
211>
212>
213>

<400>

112
20

DNA
NP4

112

atgggagtge cgttttcgeca

<210>
211>
<212>
<213>

<400>

113
23

DNA
N7

113

cctctectga gtcecetgtetg gge

<210>
211>
212>
213>

<400>

114

25

DNA
NP4

114

tgtcagcaga tcctgttgea gttgt

32

20

20

23

25
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23/27 71

210> 115
Q1> 21

<212> DNA
213> ANTJF5

<400> 115
atggcggtga cattggtcca ¢

<210> 116
211> 27

<212> DNA
213> ANILJF%)

<400> 116
aaggatgggg aagagagaaa gtaggge

Q210> 117
Q11> 25

<212> DNA
213> ANTJ¥5

<400> 117
cgtacagtca tctctgettg cttgt

<210> 118
211> 20

<212> DNA
213> ANILJF%)

<400> 118

caccccagac cgttggeaca

33

21

27

25

20
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24/27 71

210> 119
Q211> 20

<212> DNA
213> ANTJF4)

<400> 119
gagtggccat tacggcecceggg

<210> 120
211> 20

<212> DNA
213> ANLJF4)

<400> 120
agtttgagce ggecgetgtca

210> 121
Q211> 20

<212> DNA
213> ANTJFH)

<400> 121
acgaggaagg gccaagtgeg

<210> 122
211> 20

<212> DNA
213> ANLJF%)

<400> 122
cggeeggggg atctetectt

<210> 123
211> 23
<212> DNA

34

20

20

20

20
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25/27 71

213> ANTJv4

<400> 123

agcagagcca tctcagtcat gga

<210> 124
211> 20

<212> DNA
213> NLJF%)

<400> 124

acggccggge acaacatagt

<210> 125
211> 20

<212> DNA
213> ANLFF)

<400> 125
ggcggecaagg acacgtggaa

<210> 126
211> 20

<212> DNA
213> ANILJF%)

<400> 126
gagtggccat tacggccggg

<210> 127
211> 25

<212> DNA
213> NLFF)

<400> 127

35

23

20

20

20
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26/27 71

tgttggtggt caggacaagg tatgce

210> 128
Q11> 20

<212> DNA
213> ANTJF5

<400> 128
ttgtgetgge tatgecccect

<210> 129
211> 20

<212> DNA
213> ANILJF%)

<400> 129

tcctctcage caccacggeg

210> 130
Q1> 21

<212> DNA
213> ANTJF5

<400> 130

acgggtcage cattccaacc a

<210> 131
Q211> 22

<212> DNA
213> ANILJF%)

<400> 131

gcgaaaagtc caccaaagcc gc

36

25

20

20

21

22
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27/27 71

<210>
211>
212>
213>

<400>

132

20

DNA
NP5

132

gagtggccat tacggcecceggg

37

20
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COSSR50 CoS5R51 COS5R52 CoS5R53

M
2 3 4 5 61} 2 3 45 b 2 4 4 5 6 1 2 3 4 5 6

38



